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* Ontocancro
Ontocancro € uma ontologia extensivel e possui uma

arquitetura projetada para facilitar a integracao de dados
originarios de diferentes bancos de dados publicos.

NANOCIENCIAS

A Ontocancro esta armazenada em uma base de dados
de conhecimento projetada para ser uma fonte de
Informacao sobre a integracao de dados de
transcriptoma e interatoma envolvidos em vias
metabolicas (gene pathways) de relacionadas a cancer.
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Ontocancro - concelitos

Interatoma: Interagdes proteina-proteina.

NANOCIENCIAS

Transcriptoma: Conjunto de todos 0S genes expressos em
uma celula.
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Ontologia: Especificacédo explicita de uma conceitualizacao,
ou seja, especificacao formal de termos e seus
relacionamentos.
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NCI - http://pid.nci.nih.gov/
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Caspase cascade in apoptosis
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Revision Date: 13-Apr-2009

Source: NCI-Nature curated

Curated by: Shiva Krupa

Reviewed by: Christine Hawkins, Giaccone, Yufang Cui
Pathway ID: caspase_pathway

Submit feedback for this pathway

Molecule Ii5t| | References |

Wiew graphic 35:
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A key to the image icons appears below the pathway.

Click on a biomolecule or interaction for additional information.
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Information

Symbol CASPS
Name(s) Caspase-9
Type protain
Species

Synonyms  caspg
CASPI_HUMAN
IPI00023875
IPI00216534
MCHE

Database  |)iprotiB, UniProtkB:PS5211
Sequence

luse as BLAST guery sEquEncEE

Back 1o tap

Primary Peptide Sequence

Loengest sequence showm.

Ros¥ama: Pull-Caspase-3; Shest—CASE-5; EC-3.4.32.63; Alt¥ama: Fell-ICE-like apeptetis peotaise £ She=t—ICE-LAPE, AltName: Pall-Apeptetis peootaise Meh-£; Alt¥ama: Full-Rpspcotis po0CEang-astirating fastss 3, Shoot-AEAP-3, Containg: RacNama:
Fall-Caspasa-5
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Primary Sequence Information

Display ID  pss313
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UniProtP55211
UniPrat
Homo sapiens

Caspase-9 shortflame:CASP-9 alternativeMame: ICE-like apoptotic protease 6 shorthame:ICE-LAPG
alternativeMame: Apoptotic protease Mch-6 alternativeMame: Apoptotic protease-activating factor 3
shortMame:APAF-3 component recommendediame: Caspase-9 subunit p35 /fcomponent component
recommendediame: Caspase-3 subunit p10 /component

Brenda:3.4.22.62
EC:3.4.22.62
EMNSEMBL.ENSGO0000132908
Entrez Gene:842
HapMap:NM_0012249
IntEnz:3.4.22 .62
KEGG:842
OMIM:602234
RefSeq:NM_001229
RefSeq:NP_001220
UCSC human:P55211
UniProtP55211

CASP9_HUMAN, 095348, 092852, QUBQE2, QIUEQ3, QOULIS, ENSG00000132906, ENSTO0000333868,
ENSPOD000330237, 486_at, 487_g_at, 203984_s_at, 240437_at, 210775_x_at, 237451_y_at, 31478_at,
UB0521_at, M16653_at, g1532150_3p_s_at, g5103139_3p_s_at, Hs.34174.1.A1_3p_at,
Hs.34174.0.A1_3p_x_at, g7705647_3p_at, A_14_P121733, A_23_P97309, A_24_P111342, CCDS158,

AARAACA ACEARTA ACECATAR A TAACAT MTAACAdd Al C4AAAAS AVTAA AN 4 ITA4NST L IEeann | iearond
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UniProt - http://www.uniprot.org/
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pre— UniPrl:i'i:.} » UniProtkKB Downloads - Contact - Documentation/|
= 3
LiJ Z Search in Query
 Pratein Knowledgebase (UniProtkB)  [»| | | [ Search | [ Clear | Fields »
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c —— Search Blast * Align * Retrieve ID Mapping *
=T u . . . Contribi
v Reviewed, UniProtKB/Swiss-Prot P55211 (CASP9_HUMAN) ontribute
= _ ] _ - © Send feedback
; Last modified June 16, 2009. Version 113. [,] History... ©) Read comments (0) or add your ow
ca T % 4 Clusters with 100%, 90%, 50% identity | .~ Documents (7) | [ Third-party data | [ Customize display FASTA
E Z MNames and origin - Protein attributes - General annotation (Comments) - Ontologies - Binary interactions - Alternative products - Sequence annotation (Features) - Sequences - References - Web resources - Cro

references - Entry information - Relevant documents

Names and origin Hide | To

Protein names Recommended name:
Caspase-9
Short name=CASP-9
EC=342262
Alternative name(s):
ICE-like apoptotic protease 6
Short name=ICE-LAPG
Apoptotic protease Mch-6
Apoptoatic protease-activating factor 3
Short name=APAF-3
Cleaved into the following 2 chains:
1- Recommended name:
Caspase-9 subunit p35
2- Recommended name:
Caspase-9 subunit p10

Gene names Name: CASP9
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HUGO - http://www.genenames.org/

2 € C | ¥¢ http://www.genenames.org/data/hgnc_data.php?hgnc_id=1511 b O~ K
p— (I T ST
= g HG ", N Symbol Report: CASP9 @m
NS Vil W
=T u Giving unique and meaningful names to every human gene
C2 Z Core Data Database Links
L ﬂ Approved Symbol + CASPY RefSeq IDs =
E Z Approved Name_+ caspase 9, apoptosis-related cysteine peptidase NM_032996 | GenBank |m |M |M
HGNC ID_+ HGMC:1511 Accession Numbers_+
Status + Approved Ue0521 | GenBank | EMBL | DDBJ | ucsc
Chromosome_+ 1p36.21 Mouse Genome Database ID +
Previous Symbols_+ MGI1277950 | MGD 1D
Previous Names + "caspase 9, apoptosis-related cysteine protease” Rat Genome Database |D (mapped data supplied by RGD) +
| Aliases + MCHE, ICE-LAPG, APAF-3 RGD:61867 | RGD ID
Name Aliases + Entrez Gene 1D +
Locus Type + gene with protein product 842 | Gene Map Viewer
CCDS IDs_ =
Pubmed IDs_+
GENATLAS GeneCards GeneClinics/GeneTests GoPubmed 8663294, 9390557 |M CiteXolore
HCOP H-InvDB Treefam wikigenes VEGA IDs +
i OTTHUMGOD0000002256 | VEGA GeneView
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Home Resources and Pathways Genes Publications Tools Contact Webmail

Ontocancro™ Quick Links

Disruption of the mechanisms that regulate cel-cycle checkpoints, Ontocancro pathways

DHA repair, and apoptosis results in genomic instability and the
pair pop B . HCI-Nature pathways

development of cancer. The description of the complex genetic
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network entangling these pathways reguires new tools to integrate HEGG pathways

large guantities of bioclogical information that are disseminated in )
- . N . . L R BioCarta pathways
several databases in order to design biological information systems.

il k Vo5 deguate t© t such tas tocanc is st d i -
An ontology is an adequate tool to perform such task. Ontocancro is stored in Gene Ontology pathways

a
knowledge database that compiles and integrates transcriptomics and interatomics data

invalved in gene pathways of genome stability obtained from several curated databases Reactome pathways

as MCI-Mature, BioCarta, KEGG, Reactome, Prosite, GO, and STRING. . . .
Prosite protein domains

Ontocancro alse deals with the lack of consensus in the definition of gene pathways in
the scientific literature and in the databases providing the Ontocancro pathways that

are comprehensive gene lists for some reference pathways.

Ontocancro project is a colaboration among Universidade Federal de 5anta Maria,
Centro Universitaric Franciscanc and Universidade Federal do Ric Grande do Sul from
Brazil. Ontocancro is an open source and free on-line resource.
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Chromosome 1p36.21 s Caspase cascade in apoptosis
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Temos tambem a permissao para o acesso e divulgacédo dos
dados dos bancos utilizados: NCI-Nature, BioCarta, KEGG,
Reactome, Prosite, GO, and STRING.
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